STELLA, IFITM3, a nd ZP1 tra nscripts, but no OCT4 tra nscript wa s observed. Intriguingly, immunostaining analyses showed that marmoset spermatogenic cells underwent dynamic protein expression in a developmental stage-specific manner; where VASA protein was present in gonocytes, then diminished in spermatogonial cells, and re-expressed in spermatocytes. This pattern of VASA expression was not observed in mouse. Furthermore, DNA methylation analyses identified a unique epigenetic profile in which the marmoset NANOG a nd OCT4 promoters in sperma togenic cells exhibited a methyla tion sta tus opposite to those in mouse, while the V A SA and LEFTY 1 loci, as well as imprinted genes, displayed an evolutionarily conserved methylation pattern.
Marmosets have great advantages as models for human reproductive biology and are also valuable as experimental non-human primates; thus, the current study provides an important platform for primate reproductive biology, including possible applications to humans.
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Molecular signatures to define spermatogenic cells in common marmoset (Callithrix jacchus) (コモンマーモセット精子形成細胞を決定する分子プロファイル)
